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Integrated analysis of human genetic and mouse transcriptome data to identify susceptibility

genes for Alzheimer’s disease
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in RIKEN Center for
Medicine (CGM) are working on the genome-wide

Genomic

Researchers

association study (GWAS) of Alzheimer’s disease
using large number of cases and controls. On the other
hand, researchers in Osaka University are working on
the transcriptome analysis of various mouse models
of Alzheimer’s disease. The aim of this study is to
perform the integrated analysis of human GWAS data
and mouse transcriptome data to identify susceptibility
genes for Alzheimer’s disease in collaboration with
the researchers in Osaka University. This strategy is
a new approach to identify the susceptibility genes
of Alzheimer’s disease which cannot be found in the
separate analysis. To perform this new approach, we
need to develop the new statistical and analytical
methods how to apply the genetic association results
to the results of expression profiles of mouse models
at each gene level. If we succeed in the integration
of human genomic analysis and mouse transcriptome
analysis, we will uncover the new mechanisms for the
development of Alzheimer’s disease.
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Fig. Overview of the strategy of this study.
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