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Comprehensive analysis of cytochrome P450 in Common Marmosets
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The common marmoset (Callithrix jacchus) is a
non human primate that could prove useful as human
pharmacokinetic and biomedical research models.
The cytochromes P450 (P450s) are a superfamily of
enzymes that have critical roles in drug metabolism and
disposition via monooxygenation of a broad range of
xenobiotics; however, information on some marmoset
P450s is currently limited. Therefore, identification and
quantitative analysis of those of P450s need to be carried
out in detail before the marmoset can be used as an animal
model in drug development. By means of massive parallel
long-read sequencing and short-read technology applied to
marmoset liver, intestine, kidney, and brain, the combined
next-generation sequencing analyses will be able to identify
novel marmoset drug-metabolizing P450 transcripts that
have until now been little reported. The promising results
will provide a foundation for mechanistic studies and pave
the way for the use of marmosets as model animals for
drug development in the future.
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Fig. Dual transcriptomic strategy for qualitative de
novo analysis of cDNA and quantitative analysis of
P450 gene expression in common marmosets
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