NECREMRAFHEEERARERNTICLE IR PEETOREA D =X LDOMER ]

Breakthrough for mechanisms for pathophysiology in mood disorder by ‘statistical’

gene-environment analysis.

& B £

i FR DR A2 RS R 2D
RS PR 7R
iz, EFEL

1989 E4 B K FEFHE TR AZE, 1993 F4 HERF
REABEIE SR FERE ERRARE T, (PhD), 1996 4K[E
National Institute of Health & EMFFEE, 1998 4E/EH
PREET A R EERERT 28 C, 2003 47 12 A X 0 Bk,

IWATA, Nakao, MD, PhD

Professor, Department of Psychiatry,
Fujita Health University School of Medicine

1989 Graduated from Nagoya University School of Medicine.
Ph.D. degree from Nagoya University in 1993, 1996 Visiting
Fellow of National Institute of Health (USA), served as Associate
Professor of Fujita Health University from 1998, and was
transferred to the current position in 2003.

R REEO FRER TH 5O DIRRECEIR RE O AR
IFHEA TRV, 509 « BUBMERREEIC LA
KIFHEKTHY, FIED TBEEH 7216 HEDBR%
IFABTHD, L, B CROEEREAN=
R LEFATELSFHANTT AT ATFE LI TN
20, LIedoC, BRROIREIKITRBRAIDBAEL
7B/ TIVHRIAZHEIED L THY, EDOERIT
T E 2O TR, HREARIZIE ST -
B, THEZHEONICFEL, XA
WHEEHTRBIZE D2 E BN MEAR K THD,

AW TIE, ebrT R T e —TF %
ITHZEICEIRAEE, [ EDOFIEAT =K LI
D031 AT L, FRUCFETHZEE BT,
ZOR, FHRIOEMIIREE R 722D AT A
W7, ORI iR ChDLEY ) LEE R
Br (GWAS) ZFige3 5, FFICBEEROEmVM
RRPEFREIZOWTIE, ZAVE CHEREL 7R 5
BEEMY T LTOD GWAS 247928 T, ZNET
KA T o7 MR B RS T OREETT,

FIRBEZER OO ONICBELTIE, BEERE
FARL U BRBE R L ORE G E O EAE R 235
LT, BEICKHTAREOBEMEERLE, EHBIF
HERT2EERREEROREZ BIET 5,

A core symptom of mood disorders-depression and
mania-has been perplexing for long time. Personal
and social burden of mood disorders (depression,
bipolar disorder) is increasing for many years, to
conquer these disorders by innovate prevention and
new treatment is now urgent needs for our society.
However, despite considerable effort have been
undertaken in the past century, the robust mechanism
and/or neural system have not been identified. At the
moment, only drugs which were founded by a
chance are widely used in clinical, but the efficacy of
the current treatment is insufficient. It is now a
pressing issue to find new pathophysiology of mood
disorder and develop novel effective
countermeasure.

In this project, we focus on a search for clinical
human samples. For such occasions to escape for
preliminary hypothesis, genome-wide association
study to survey comprehensive genes consist as a
basis. For bipolar disorder, which has strong genetic
components, GWAS for large Japanese sample will
be conducted to identify new ‘disease gene’.

For depression, this has more interaction between
gene and environment factor, genome survey cohort
in occupational setting will be carried on for several
years, then analyze ‘statistical’ gene-environmental
interaction to reveal the core architecture of the
disease.

BERAGITNISONARNS F+ SR TLRE

ASMBELS/ LB T—SR—2OME- 2R

W. . 3=
T T
2mC

o e
GWAS
with family-based =

SNMEEE -8
BEHOREIT
19984 LUK

Next Gen Sequencing
Extreme case
Heavy family history

BREREERELSDOBROREERDFE

N2
NAIR—MZEBFHNANEDOFRFE

HEEERNEE <ee
HRAGREZRAMEE 1SN 2h pratspraan

TRFE IIRBEZER DR
BREEMBT SO
GXEEHTET T B

Bigak—k . - . 1%/Y
D BRBRELA AR AT (2 L5557 B E D g
D]
Fig. Breakthrough for pathophysiology of mood

disorder by ‘statistical’ gene-environment analysis.
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