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Molecular Basis of Developmental Disorders
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B Research works

Brain development depends on normal brain
activity. Various factors affecting normal brain
activity potentially cause developmental disorders. It
is well known that 30 % of intellectual disability and
autistic spectrum disorder are complicated with
epilepsy. Thus it is important to analyze exhaustive
genes related to normal brain development for
comprehensively understanding developmental
disorders.

In this project, focusing on epilepsy, intellectual
disability, and autistic spectrum disorder, we will find
many genes causing developmental disorders by use
of next-generation technologies.

Recent advent of next generation sequencing
technologies enables us to sequence exhaustive genes
(even all human genes). In this project, we use a
microdroplet technology for multiplex PCR (up to
20000 amplicons in one tube) and whole exome
capture technologies for next generation sequencing to
detect many genes related to developmental disorders.
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